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The authors regret there was an error in the author’s affilia-

tion6. ‘‘CollegeofLife Sciences,GraduateUniversity ofChinese
Academy of Sciences, Beijing 100049, China” should be
corrected to ‘‘UniversityofChineseAcademyofSciences,Beijing

100049, China”. The correct affiliations are shown above. The
authors would like to apologize for any inconvenience caused.
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